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The virally encoded chemokine receptors US28 from human cytomegalovirus and ORF74 from human herpesvirus 8 are both
constitutively active. We show that both receptors constitutively activate the transcription factors nuclear factor of activated T cells (NFAT)
and cAMP response element binding protein (CREB) and that both pathways are modulated by their respective endogenous receptor ligands.
By addition of specific pathway modulators against the G protein subunit Gai, phospholipase C, protein kinase C, calcineurin, p38 MAP
kinase, and MEK1, we find that the constitutive and ligand-dependent inductions are mediated by multiple yet similar pathways in both
receptors. The NFAT and CREB transcription factors and their upstream activators are known inducers of host and virally encoded genes. We
propose that the activity of these virally encoded chemokine receptors coordinates host and potentially viral gene expression similarly. As
ORF74 is a known inducer of neoplasia, these findings may have important implications for cytomegalovirus-associated pathogenicity.
D 2004 Elsevier Inc. All rights reserved.Keywords: Virally encoded chemokine receptor; Constitutive activity; Transcription activation; Cytomegalovirus; HCMV; Human herpesvirus 8; HHV8Introduction
The presence of chemokines and chemokine receptors
within herpes- and poxvirus genomes has been known for
little more than a decade. These genes have presumably
been acquired through ancient acts of molecular piracy of
host-encoded chemokine ligands and receptors. Through
multiple mutations and selection pressure, the viruses have
optimized these genes to serve purposes in viral dissemina-
tion, immune evasion, and replication (Murphy, 2001).
ORF74 encoded by the human herpesvirus 8 (HHV8, also
known as Kaposi’s Sarcoma-associated herpesvirus, KSHV)
has analogs in a wide range of g2 herpesviruses (Karlin
et al., 1994) and has presumably evolved through modifi-
cation of the mammalian chemokine receptor CXCR2 with0042-6822/$ - see front matter D 2004 Elsevier Inc. All rights reserved.
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Schwartz, 2000). ORF74 has been shown to signal consti-
tutively through Gaq and Gai (Bais et al., 1998; Couty
et al., 2001; Rosenkilde et al., 1999) and to activate para-
crine growth factors implicated in Kaposi’s sarcoma (Bais et
al., 1998), an endothelial-derived neoplasm of the skin. In
addition, expression of ORF74 in transgenic mice results in
an angioproliferative phenotype with resemblance to human
Kaposi’s sarcoma, thus identifying the receptor as an
important molecular trigger of Kaposi’s sarcoma pathogen-
esis (Montaner et al., 2003; Yang et al., 2000). The
constitutive activity of ORF74 can be modulated positively
by neutrophil chemoattractants such as CXCL11, -2 and, -3/
GROa, -h, and -g and negatively by the lymphocyte
chemoattractants CXCL10/IP10 and CXCL4/SDF-1 (Arva-1 The chemokine nomenclature is given according to ‘‘International
union of pharmacology. XXII Nomenclature for chemokine receptors’’
(Murphy et al., 2000) proceeded by the ‘‘old’’ previously used chemokine
name.
K.A. McLean et al. / Virology 325 (2004) 241–251242nitakis et al., 1997; Bais et al., 1998; Geras-Raaka et al.,
1998a; Rosenkilde et al., 1999).
Human cytomegalovirus (CMV) encodes four 7TM
receptors US28, US27, UL33, and UL78 of which at least
the first three shares homology to mammalian CC-chemo-
kine receptors (Bankier et al., 1991; Neote et al., 1993).
The most extensively studied of these is the constitutively
active receptor encoded by open reading frame US28. This
receptor is not present in rodent CMV, yet simian CMV
encodes no less than five variants of this receptor, strongly
suggesting important roles for US28 and its analogs in the
survival of primate CMV (Martin, 2000; Sahagun-Ruiz
et al., 2004). It was recently published that the human
CMV encoded US28, the M33 from murine CMV and the
R33 from rat CMV, but not the UL33 from human CMV,
share similar levels of constitutive activity, suggesting that
at least the US28 signaling function is conserved in rodent
CMV (Waldhoer et al., 2002). Furthermore, it has recently
been shown that US28 expression in HCMV-infected cells
is responsible for the high constitutive and pertussis toxin
(Ptx) insensitive activity observed in these cells because
the deletion mutant of HCMV lacking US28 had impaired
constitutive activation (Minisini et al., 2003). Human
CMV is a known pathogen in AIDS-associated diseases
and some reports suggest links of atherosclerosis and
restenosis to active CMV infection (Reinhardt et al.,
2002; Streblow et al., 1999). The virus has tropism for
epithelial cells, smooth muscle cells, B cells, and macro-
phages and is known to establish latent infections in the
arterial epithelium and musculature. In this context, US28
may have particular importance as it has been shown to
mediate the migration of vascular arterial smooth muscle
cells—the accumulation of which is an essential compo-
nent of atherosclerosis (Reinhardt et al., 2002; Streblow
et al., 1999). Like ORF74, US28 binds a broad spectrum
of chemokines, yet from the CC- and CX3C-family.
Agonism by CC-chemokines for US28 has been shown
in certain cellular systems (Haskell et al., 2000; Kuhn
et al., 1995), yet in other contexts this agonism has been
difficult to confirm (Casarosa et al., 2001; Waldhoer et al.,
2002). Recently, it was shown that the agonism is highly
dependent of surface expression (Waldhoer et al., 2003),
and given the low percentage of US28 being actually
expressed on the cell surface (Fraile-Ramos et al., 2001),
this explains the functional silence in respect of agonism.
The epithelial expressed CX3CL1/fractalkine functions as
a partial inverse agonist (Casarosa et al., 2001). The CC
and CX3CL-chemokines are all expressed in various stages
of atherosclerosis and during vascular inflammation thus
raising the possibility of modulation of US28 during
inflammation of the arterial vessels (Greaves et al., 2001;
Seino et al., 1995).
Multiple signaling pathways have been described for
both ORF74 and US28 from the use of G proteins and
activation of various kinases to the regulation of transcrip-
tion factors such as nuclear factor nB (NFnB) and acti-vating protein 1 (AP1) (Arvanitakis et al., 1997; Casarosa
et al., 2001; Couty et al., 2001; Rosenkilde et al., 1999,
2001; Schwarz and Murphy, 2001). The constitutive phos-
pholipase C (PLC) activation by both receptors is well
described (Arvanitakis et al., 1997; Casarosa et al., 2001;
Minisini et al., 2003; Rosenkilde et al., 1999), whereas less
is known about the relative contribution of the various
signaling cascades on the transcription activation. Here we
have focused on the signaling integrators NFAT and CREB
and characterized these in parallel for US28 and ORF74.
NFAT refers to a family of transcription activators that
participate in the development of important vertebrate-
specific functions like immune and vascular system regu-
lators (Graef et al., 2001b), most commonly associated
with the activation of Gaq. NFAT proteins elicit their
action most efficiently in association with AP-1 (fos/jun
heterodimer) and the NFAT pathway is primarily consid-
ered as an integrator of gene transcription (Macian et al.,
2001). Two members, NFATc3 and NFATc4, have been
shown to play a crucial role in vascular development and
are linked to transcription of VEGF and its tyrosine-kinase
receptors VEGF-R2/flk-1 and VEGF-R1/flt-1 (Graef et al.,
2001a). NFAT is regulated selectively by the Ca2+-depen-
dent phosphokinase calcineurin that mediates the activation
and translocation of the cytoplasmic distributed NFAT to
the nucleus by dephosphorylating NFAT. The nuclear
NFAT is rapidly rephosphorylated by glycogen synthase
kinase-3 and exported to the cytoplasm—thus NFAT-me-
diated transcription requires a sustained low calcium influx
to the cytoplasm (Rao et al., 1997). CREB is a transcrip-
tion activator linked to a broad range of cellular processes,
including proliferation, differentiation, and adaptive
responses, most commonly associated with the cAMP
activation by Gas.
In the following, we demonstrate constitutive activation
of the transcription factors NFAT and CREB by both US28
and ORF74. Using reporter assays, we show that this
induction is mediated by multiple and similar pathways.
Our results suggests that the viruses have used these
receptors to serve similar purposes in transcription activa-
tion and cellular programming and accordingly that differ-
ences in the biological properties of these receptors must be
reflected in their ligand-binding pattern.Results
ORF74 and US28 constitutively activate NFAT activity
A dose-dependent increase in basal NFAT activation was
observed for both receptors in transiently transfected HEK-
293 cells. An 80-fold increase in basal activity above the
level for the empty vector pTEJ8 was observed for ORF74
(Fig. 1A), while US28 showed an activation at about
25-fold corresponding to approximately one-third of the
equivalent ORF74 activity level (Fig. 1B). The experiments
Fig. 1. ORF74 and US28 constitutively activate NFAT cis-reporting system
in a dose-dependent manner. HEK-293 cells were transiently transfected
with NFAT reporter plasmid (pNFAT-Luc) as described in Materials and
methods together with increasing amounts of receptor cDNA. (A) ORF74
(o), CXCR2 (4), and empty vector pTEJ8 (n). (B) US28 (5) and pTEJ8
(n). (N = 4–5 for all experiments).
Fig. 2. Chemokine modification of ORF74- and US28-mediated NFAT
activation. HEK-293 cells were transiently transfected with ORF74 and
NFAT reporter (pNFAT-Luc) and were treated with increasing concen-
trations of the chemokines CXCL1/GROa (5), CXCL8/IL8 (E),
CXCL10/IP10 (n) (A). In B, US28 under influence of 107 M of different
chemokines, CCL5/RANTES (black bar), CCL1/MCP1 (lined bar), and
CX3CL1/fractalkine (light gray bar) is shown together with the effect of all
tested chemokines on cells transfected with empty vector. Insert in B shows
the constitutive NFAT activity of US28 either without ligand (.), or under
influence of 107 M CX3CL1/fractalkine (4). Data are presented as
percentage modulation of basal (constitutive) receptor activity. (N = 3–6 for
all experiments).
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endogenous chemokine receptor, the mediated NFAT induc-
tion was negligible compared to the two virally encoded
chemokine receptors (Fig. 1A). The relation between the
maximum NFAT activity for ORF74 compared to US28
corresponded very well to the previously published magni-
tude of direct Gaq-protein activation measured as phospha-
tidyl-inositol (PI) turnover in transiently transfected COS-7
cells (Rosenkilde et al., 1999; Waldhoer et al., 2002). The
constitutive NFAT activation was also observed for both
receptors in COS-7 cells albeit at much lower induction
levels. In fact, only 3% of the basal and ligand-stimulated
activities in HEK-293 cells were obtained in COS-7 cells
(n = 13, data not shown) pointing to surprising differences
in signal transduction properties of these commonly used
cell lines.
Chemokine ligands modify the ORF74- and US28-induced
NFAT regulated transcription
The ORF74 elicited NFAT reporter activation could be
manipulated both positively and negatively in transiently
transfected HEK-293 cells (Fig. 2A). Thus, as expected
from studies of direct PLC activation (Arvanitakis et al.,
1997; Geras-Raaka et al., 1998b; Rosenkilde et al., 1999),
CXCL10/IP10 inhibited the basal NFAT reporter gene
activity with a potency (IC50) of 0.4 nM, while CXCL1/
GROa stimulated the activity with a potency (IC50) of 22
nM and an efficiency of 225% above the basal activity. The
inhibition corresponded very well to the previously pub-
lished potency of 1 nM for CXCL10/IP10 in the inhibition
of PLC activity [measured as phosphatidyl-inositol (PI)
turnover] (Rosenkilde et al., 1999). CXCL8/IL8 had no
effect of the NFAT activation—as expected from the neutral
nature of this ligand observed in PI-turnover experiments
(Rosenkilde et al., 1999). As a control experiment, we tested
the ability of CXCL8/IL8 to elicit NFAT activation viaCXCR2 expressing cells, and observed a 3-fold increase
and a potency of 1.2 nM, indicating that CXCL8/IL8
activates NFAT transcription provided expression of
CXCR2 (data not shown). The potency of CXCL1/GROa
in the NFAT activation of ORF74 was surprisingly low
compared to the previously published potency of 1.1 nM in
the ability of CXCL1/GROa to activate PI turnover (Rose-
nkilde et al., 1999), and due to this apparent low potency
compared to the potency observed in respect of PI turnover
(in COS-7 cells), we tested the three chemokines in tran-
siently transfected COS-7 cells. Albeit at lower induction
K.A. McLean et al. / Virolog244levels, we obtained similar dose–response curves in COS-7
cells with a potency for the inverse agonist CXCL10/IP10 of
0.8 nM and a potency for the agonist CXCL1/GROa of 20
nM, CXCL8/IL8 revealed the same neutral nature in these
cells (data not shown). Thus, COS-7 cells mirrored HEK-
293 cells in respect of potencies and the discrepancy
between the CXCL1/GROa potencies observed in these
two different Gaq-dependent assays could not be explained
by cellular differences.
US28 was negatively regulated by the chemokine
CX3CL1/fractalkine as shown in a gene dosage setup in
transiently transfected HEK-293 cells. Thus, a constant
concentration of CX3CL1/fractalkine (107 M) inhibited
the constitutive activity by 35–45% (Fig. 2B). This inverse
agonism is consistent with previous data of PLC activity
(Casarosa et al., 2001). The CC chemokines CCL5/
RANTES and CCL1/MCP1 showed no effect on the basal
NFAT-regulated activity for US28, again consistent with the
literature (Casarosa et al., 2001). As a control experiment,
we tested the ability of CCL5/RANTES and CCL1/MCP1
to elicit NFAT activation via CCR5 and CCR2 expressing
cells, respectively, and observed a 2–3-fold increase and
one-digit nanomolar potencies indicating that CCL5/
RANTES and CCL1/MCP1 activate NFAT transcription
provided expression of CCR5 and CCR2, respectively (data
not shown). None of the tested chemokines had any effect
on the NFAT activity level in cells transfected with the
empty vector (Fig. 2).Fig. 3. Inhibition of constitutive NFAT activity of ORF74 and US28 by comm
(pNFAT-Luc) and cDNA encoding ORF74 (A) or US28 (B). The cells were tre
staurosporin (Ss) at 25 and 50 nM (lined bars); PD 98059 (PD) at 10, 50, and 1
100 ng/ml (black bars); and U-73122 (U73) at 1 and 10 AM (horizontal lined bar
shown as gray bars next to the level of unspecific cellular activity. (N = 3–7 forORF74- and US28-mediated NFAT reporter induction is
affected similarly by selected pathway inhibitors
To characterize the pathway leading to NFAT activation
in ORF74- and US28-expressing cells, we treated the cells
with a panel of different pathway inhibitors: the calcineurin
inhibitor cyclosporin A, the PKC inhibitor staurosporin, the
MEK1 inhibitor PD 98059, and the p38 MAPK inhibitor
SB 202190, the Gai inhibitor pertussis toxin (Ptx) and the
PLC inhibitor U-73122. The direct interference of cyclo-
sporin A with the conventional pathway integrator calci-
neurin leading to NFAT activation was exploited as a control
experiment demonstrating the specificity of our reporter
assay, and as expected from this, cyclosporin A resulted in
inhibition of the constitutive activation of NFAT by both
ORF74 and US28 (Figs. 3A,B, respectively) with only
minor deviations. Thus, 1 nM cyclosporin A resulted in a
reduction in the reporter gene expression to about 83% for
ORF74 and 75% for US28, and 10 nM reduced the
expression to 15% and 25%, respectively. In both receptors,
the NFAT-mediated reporter activity was fully blocked at 50
nM cyclosporin A resembling the empty vector level. PKC
represents a well-described alternate pathway leading to c-
fos/jun activation and thus enhancement of NFAT-mediated
transcription (Rao et al., 1997). PKC inhibition by staur-
osporin resulted in a partial inhibition to about 50% of the
basal activity at the highest dose (50 nM) for both receptors
(Figs. 3A,B). Also, the MAP-kinase inhibitors PD 98059
y 325 (2004) 241–251on kinase inhibitors. HEK-293 cells were transfected with NFAT reporter
ated with either cyclosporin A (CsA) at 1, 10, and 50 nM (black bars);
00 AM; or SB 202190 (SB) at 5 and 10 AM (light gray bars); Ptx (Ptx) at




Fig. 4. ORF74 and US28 mediate constitutive activation of CREB trans-
reporting system. HEK-293 cells were transiently transfected with the
CREB reporter (pFA2-CREB), the trans-activator (pFR-Luc) plasmid, and
the receptor cDNA. From left: ORF74 (gray bar), US28 (lined bar),
CXCR2 (black bar), and empty vector, pTEJ8 (white bar). Data represent
percentage activity of the basal activity for ORF74. Insert: Dose-dependent
CREB activity for ORF74 (n), compared to the empty vector pTEJ8 (.).
(N = 3–6 for all experiments).
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and US28 (Figs. 3A,B) within the chosen concentrations
(10, 50, and 100 AM for PD 98059 and 5 and 10 AM for SB
202190). Blocking Gai by Ptx (100 ng/ml) resulted in a
surprising inhibition to 60% (Fig. 3), whereas PLC-block-
ade by U-73122 resulted in 50% blockade of the basal
NFAT activity. These data suggest that the Gai activation
may be at least as important as Gaq in mediating NFAT
activation downstream of US28 and ORF74. The content of
the PLCh2 isoform—for which the hg-dimer released from
activated Gai has highest affinity for (Katz et al., 1992)—in
HEK-293 cells makes it most likely that the effect of Ptx on
the NFAT activity is through inhibition of the hg-mediated
PLC activation. In fact, Ptx inhibition of constitutive and/or
ligand-induced NF-nB activation (also dependent on PLC)
by ORF74-HHV8 has been reported previously by several
groups (Couty et al., 2001; Montaner et al., 2001; Shepard
et al., 2001). The whole panel of inhibitors was tested on
CXCL1/GROa stimulated ORF74 and CCL5/RANTES
bound US28 (both 107 M) with no differences from the
influence of the inhibitors on the basal NFAT activity (data
not shown). Thus we conclude that the ligand-dependent
and ligand-independent NFAT-mediated transcription activ-
ities are regulated similar and that the NFAT reporter activity
measured reflects real NFAT induction mediated through
calcineurin. We furthermore conclude that ORF74 and
US28 activate Gai, PLC, p44/42 MAP kinase, p38 MAP
kinase, and PKC at similar levels and that these pathways
converge on the calcineurin/NFAT pathway leading to high
levels of NFAT-mediated transcription.
ORF74 and US28 constitutively activate the transcription
factor CREB
The transcription activation mediated by CREB is clas-
sically considered a downstream effect of activation of Gas-
coupled receptors that in turn activate adenylate cyclase.
However, another way to obtain activation of CREB is via
Gaq, mediated by the calcium released upon interaction of
the formed IP3 with its receptor via Calmodulin-dependent
kinases (Shaywitz and Greenberg, 1999). In addition, it has
become increasingly clear that several nonclassical path-
ways are capable of activating CREB including p38 MAP
kinase, p44/42 MAP kinase, and calcium through activation
of a calcium-sensitive adenylate cyclase (Shaywitz and
Greenberg, 1999). Thus, CREB can be considered an
integrator of multiple transcription factors and was conse-
quently selected for further characterization. HEK-293 cells
transiently expressing CREB-sensitive reporter plasmids
together with either ORF74 or US28 showed a robust
ligand-independent CREB activation, whereas this was not
the case for the expression of CXCR2 or empty vector
(Fig. 4). Increasing amounts of DNA revealed increasing
levels of constitutive activity for the ORF74 receptor (Fig.
4) as well as for the US28 receptor (Fig. 5B). The level of
constitutive activity for the two wild-type receptors weresurprisingly similar with US28 displaying 80% of the basal
activity for ORF74 (Fig. 4)—a ratio that is higher than the
respective NFAT signaling ratio of 30% (Fig. 1).
Chemokines modify the ORF74- and US28-induced
CREB-regulated transcription
Transiently transfected HEK-293 cells expressing
ORF74 or US28 were treated with the same chemokines
as employed in the NFAT experiments. Again, dose–re-
sponse curves on ORF74 revealed inverse agonistic prop-
erties for CXCL10/IP10 with an inhibition of the basal
CREB activity at a potency of 2.5 nM and agonist properties
for CXCL1/GROa with an efficiency of 250% above the
basal activity and a potency of 3.3 nM. CXCL8/IL8
displayed a weak stimulation compared to basal ligand-
independent ORF74-induced CREB expression (Fig. 5A).
As a control experiment, we tested the ability of CXCL8/
IL8 to elicit CREB activation via CXCR2-expressing cells,
and observed a 2-fold increase with a potency of 0.5 nM,
indicating that CXCL8/IL8 activates CREB transcription
provided expression of CXCR2 (data not shown). Thus, for
all three ligands, we found potencies and efficacies in CREB
activation in the same range as we previously found in PI
turnover (Rosenkilde et al., 1999).
Fig. 5. Chemokine modification of ORF74-mediated CREB activation.
HEK-293 cells were transiently transfected with ORF74, CREB reporter
(pFA2-CREB) and trans-activator (pFR-Luc) plasmid and were treated by
increasing concentrations of the chemokines CXCL1/GROa (5), CXCL8/
IL8 (E), and CXCL10/IP10 (n) (A). In B, US28 under influence of
107 M of different chemokines, CCL5/RANTES (black bar), CCL1/
MCP1 (lined bar), and CX3CL1/fractalkine (light gray bar) is shown
together with the effect of all tested chemokines on cells transfected with
empty vector. Insert in B shows the constitutive NFAT activity of US28
either without ligand (.), or under influence of 107M CX3CL1/
fractalkine (D). Data are presented as percentage modulation of basal
(constitutive) receptor activity. (N = 3–6 for all experiments).
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as shown in a gene dosage setup in transiently transfected
HEK-293 cells. Thus, a constant concentration of CX3CL1/
fractalkine (107 M) inhibited the constitutive activity by
50–55% (Fig. 5B). This inverse agonism is consistent with
previous data of PLC activity (Casarosa et al., 2001). The
CC chemokines CCL5/RANTES and CCL1/MCP1 showed
no effect on the basal CREB regulated activity for US28,
again in consistency with the literature (Casarosa et al.,
2001). As a control experiment, we tested the ability of
CCL5/RANTES and CCL1/MCP1 to elicit CREB activationvia CCR5- and CCR2-expressing cells, respectively, and
observed a 2–3-fold increase and one-digit nanomolar
potencies indicating that CCL5/RANTES and CCL1/
MCP1 activate CREB provided expression of CCR5 and
CCR2, respectively (data not shown). None of the tested
chemokines had any effect on the CREB activity level in
cells transfected with the empty vector (Fig. 5).
ORF74- and US28-mediated CREB reporter induction is
similarly affected by selected pathway inhibitors
To estimate the contribution of the pathways to ORF74-
and US28-mediated CREB activation, the whole panel of
pathway inhibitors was applied to transiently transfected
HEK-293 cells expressing CREB reporter and activator
plasmid together with the receptor DNA (Fig. 6). As
expected, the calcineurin inhibitor cyclosporin A did not
affect the constitutive CREB activity. In contrast, the
ORF74- and the US28-mediated CREB activities were
inhibited to 35–40% and US28 mediated by 50 nM of the
PKC inhibitor staurosporin. Also, the PLC inhibitor U-
73122 inhibited both receptors similarly to around 60% of
basal activity. At high doses, the MAP-kinase inhibitors (PD
98059 and SB 202190) inhibited basal CREB-mediated
transcription to 55–70%, whereas PD 98059 at a lower
dose stimulated the transcription for both receptors at 110–
145%. Ptx showed no effect, as expected from the nature of
CREB-mediated transcriptional activation. Taken together,
these results suggest that both receptors were similarly
dependent of PKC, PLC, and the MAP kinases (mainly
p38) as mediators of CREB activation in HEK-293 cells and
that Calmodulin/calcium had no role in the CREB activa-
tion, for both receptors.Discussion
US28 and ORF74 in the biology of human CMV and HHV8
Both receptors are highly constitutively active, and
ORF74 has been implicated in development of experimental
Kaposi’s sarcoma-like lesions in mice. Human CMV has
tropism for myeloid cells and HHV8 have tropism for
lymphoid and myeloid cells, yet the human CMV is believed
to also establish latent infection in the endothelium and
smooth muscle cells of large central arteries, whereas
HHV8 likely infects the dermal microvasculature (Britt and
Alford, 1996; Panyutich et al., 1998; Reinhardt et al., 2002).
Correspondingly, US28 binds CC-chemokines and the
CX3C-chemokine CX3CL1/fractalkine that are expressed
during inflammation and viral infection of the large arteries,
whereas ORF74 binds and is regulated by CXC-chemokines
expressed during inflammation of the skin and in Kaposis
sarcoma lesions infected with HHV8 (Breuer-McHam et al.,
2000; Engelhardt et al., 1998; Greaves et al., 2001; Seino et
al., 1995). Both receptors are expressed early during viral
Fig. 6. Inhibition of constitutive CREB activity of ORF74 and US28 by common kinase inhibitors. HEK-293 cells were transiently transfected with the CREB
reporter (pFA2-CREB), the trans-activator (pFR-Luc) plasmid, and the receptor cDNA encoding either ORF74 (A) or US28 (B). The cells were treated with
either cyclosporin A (CsA) at 50 nM (black bars); staurosporin (Ss) at 25 and 50 nM (lined bars); PD 98059 (PD) at 10, 50, and 100 AM; or SB 202190 (SB) at
5 and 10 AM (light gray bars), Ptx (Ptx) at 100 ng/ml (black bars) and U-73122 (U73) at 1 and 10 AM (horizontal lined bars). Data are presented as percentage
inhibition of basal receptor expression shown as gray bars next to the level of unspecific cellular activity. (N = 3–6 for all experiments).
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the natural viral reservoirs are limited. As transgenically
expressed ORF74 is sufficient to drive the development of
Kaposi’s sarcoma-like lesions of the skin, presumably by
infiltrating cells expressing paracrine effector molecules,
US28 may possibly initiate or contribute to CMV-associated
atherosclerotic lesions in a similar manner (Cesarman et al.,
2000; Yang et al., 2000). This is supported by the ability of
US28 to mediate the migration of vascular arterial smooth
(Streblow et al., 1999). We here report that the complex and
large array of intracellular signaling pathways initiated by
both receptors converge to induce transcription activation in
a more similar way than what could have been anticipated
from the reported upstream kinases and phospholipases,
supporting putative similar functions for these two receptors.
NFAT activation in inflammation and vascular development
With several reporter assays available that are likely
induced by the known ORF74 and US28 activated pathways,
we focused on NFAT as most of the knowledge of ORF74
biology is concerned with Kaposi’s sarcoma. The NFAT
transcription factors are known inducers of several inflam-
matory genes including IL-2 (the promoter of which is part
of the NFAT reporter plasmid vector), IL-4, and IL-12, and is
highly important for lytic viral replication—an event pre-
ceding development of Kaposi’s sarcoma (Goudsmit et al.,
2000; Moore et al., 1996; Zoeteweij et al., 2001). ORF74 and
US28 both induced NFAT transcription activity in a gene-dosage-dependent manner and this activity could be effi-
ciently inhibited by cyclosporin A confirming the readout to
be Calmodulin/NFAT dependent. In fact, constitutive NFAT
activation by ORF74 has also been presented in primary
effusion lymphoma cells (Cannon and Cesarman, 2004;
Cannon et al., 2003). To further characterize the signaling
pathways utilized for the NFAT activation in HEK-293 cells
for both receptors, the pathway inhibitors staurosporin (PKC
inhibitor), PD 98059 (MEK1 inhibitor), SB 202190 (p38
MAPK inhibitor), Ptx (Gia inhibitor), and U-73122 (PLC
inhibitor) were added and investigated for their effect on
NFAT-mediated transcription (Fig. 3). These experiments
demonstrated partial reduction in ligand-mediated and basal
NFAT transcription by inhibition of PKC, MEK1, p38
MAPK, Gia (NFAT activation via activated Ghg dimeric
subunits released from activated Gai), and PLC, but more
importantly showed that ORF74 and US28 were inhibited at
almost identical levels. PKC contribution to NFAT activation
is not surprising as PKC is a known inducer of c-fos/jun that
potentiates the NFAT activity (Rao et al., 1997). The NFAT
inhibition of US28 by PD 98059 supports a previously found
activation of p44/42 MAP kinase by US28 expressed in
HEK-293 cells (Billstrom et al., 1998). p38 MAPK signaling
has previously been reported downstream of both receptors
(Sodhi et al., 2000; Waldhoer et al., 2002). Also, Gai- and
Gaq-mediated signal transduction activities have been
reported from both receptors (Arvanitakis et al., 1997; Bill-
strom et al., 1998; Geras-Raaka et al., 1998a; Rosenkilde et
al., 1999). It is therefore not surprising that NFAT inhibition
Fig. 7. Cellular localization of ORF74 and US28. HEK-293 cells were
transiently transfected with the two receptors fused to green fluorescent
protein (GFP) and cultured on poly-D-lysine- and collagen-treated glass
cover slips. The cover slips were transferred to slides using Vectashield
mounting medium after fixation with 3% paraformaldehyde. Finally, the
cells were analyzed in a confocal microscope. Left panel, expression of
ORF74 being mainly localized to cell surface, as previously shown
(Schwarz and Murphy, 2001). Right panel, expression of US28 being
mainly localized intracellularly in multivesicular bodies, as previously
shown (Fraile-Ramos et al., 2001).
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was only partial and suggests that other factors (i.e., MAPK,
PKC) mediated through other G proteins than Gaq to be at
least as important in mediating ORF74- and US28-induced
gene transcription. In conclusion, the NFAT activity ob-
served in our system is regulated by at least four different
pathways that each contributes at similar levels in both
receptors, thus giving evidence to common upstream mech-
anisms of ORF74 and US28 signaling. The low potency of
CXCL1/GROa in respect of NFAT activation (Fig. 2)
compared to CREB activation (Fig. 5) and PI turnover
(Rosenkilde et al., 1999) could not be explained by differ-
ences in cell types since we tested HEK-293 and COS-7
cells. However, it could be due to the high constitutive
activity of ORF74 and the subsequent limitations of the
NFAT signaling cascade–being dependent on calcium re-
lease—to further respond upon agonist application. To
support this, we observed that CXCL1/GROa indeed acti-
vated the NFAT pathway with high potency (EC50 of 1 nM)
in cells expressing the CXCR2 receptor (data not shown).
Constitutive CREB activation—a robust and important gene
regulator
Having analyzed the activation of NFAT, we next focused
on the possible activation of cAMP response element (CRE)
carrying promoters by cAMP response element binding
protein (CREB). CRE activating element is generally not
considered as an activator of inflammatory responses but is
an important constituent of the promoters of more than a
hundred identified human genes and several viral genes, and
serves functions ranging from metabolism, nerve growth,
apoptosis inhibition, to regulation of virally encoded genes
and promoters (Shaywitz and Greenberg, 1999). The activa-
tion of CREB downstream of PKC and Calmodulin is well
established (Shaywitz and Greenberg, 1999) and thus it was
not surprising to see the gene-dose-dependent CREB acti-
vation by both ORF74 and US28. The CREB activation was
screened through the same panel of pathway inhibitors as the
NFAT response and again we observed a nearby identical
pattern of ORF74- and US28-mediated reporter activity with
a partial inhibition by many of the inhibitors. However, as
expected, cyclosporin A and Ptx had no effect on the
consistency with the Gaq/Gas nature of the CREB activa-
tion. Of note is the discrepancy in the ratios of basal US28-
mediated activity compared to basal ORF74-mediated activ-
ity as we observed relatively higher level of CREB (80%)
than of NFAT activation (30%) for US28 (compared to
ORF74), which could suggest an alternative pathway of
CREB, but not NFATactivation for US28; yet such pathways
remains to be identified. The differences in the total basal
activity for the two receptors could very well be due to the
large difference in cellular expression, as 80–90% of totally
expressed US28 is located intracellularly in multivesicular
bodies (Fraile-Ramos et al., 2001), whereas ORF74 is
mainly expressed at the cell surface (Schwarz and Murphy,2001) (Fig. 7). The intracellular pool of US28 could very
well contribute selectively in the CREB, but not in the NFAT
activation, and thereby explain this discrepancy.
Similarities and differences in the signaling pattern of US28
and ORF74
In summary, we have here presented a comparative
analysis of multiple signaling pathways induced by two
virally encoded chemokine receptors. Our results suggest
that despite their different heritage in the mammalian
genome, and different regulation by endogenous chemo-
kines, these two receptors are remarkably similar in their
signaling profile. The ligand-regulated activities are quite
different because ORF74 as mentioned previously is mod-
ulated by several CXC-chemokines acting as agonists,
neutral ligands, and inverse agonists, whereas US28 primar-
ily responds to the inverse agonist CX3CL1/fractalkine, but
not to the many CC-chemokines (in respect of PLC, CREB,
and NFAT activation) that bind with high affinity to this
receptor. Recently, it was suggested that the lack of activa-
tion by endogenous chemokines—that bind with high af-
finity to US28—could be a consequence of the intracellular
localization of US28 (Fig. 7) (Fraile-Ramos et al., 2001)
because mutated variants of US28 with highly increased cell
surface expression (and a subsequent decrease in the intra-
cellular pool) in fact responded very well to endogenous
chemokines (Waldhoer et al., 2003).
Is there a common role for these constitutively active
receptors in viral biology?
The pathways presented here are known activators of
cellular and viral genes including inflammatory cytokines
K.A. McLean et al. / Virology 325 (2004) 241–251 249upregulated in diseases associated with the two viruses,
housekeeping genes, antiapoptotic factors, and the viral
transactivator of HHV8 (Gwack et al., 2001; Pugazhenthi
et al., 2000; Zoeteweij et al., 2001). In addition, the ORF74
from HHV8 has been directly shown to induce expression
from several viral promoters (Chiou et al., 2002). The
remarkable similarities in the signaling of ORF74 and
US28 presented here suggest that these receptors may serve
similar roles in the coordination of host and virally encoded
gene expression, suggesting similar roles in virus pathogen-
esis. A confirmation of such a role for US28 will depend on
future transgenic or recombinant virological studies.Materials and methods
DNA constructs
ORF74 was cloned from a skin biopsy of a Kaposi’s
sarcoma lesion taken from a HIV-1-infected person as
previously described (Rosenkilde et al., 1999) (Gen-
BANKk accession number U24275). The US28 receptor
and the human CXCR2 receptor were generously provided
by Timothy N.C. Wells, Serono Research Pharmaceuticals,
Geneva, Switzerland. All receptor constructs were cloned
into the eukaryotic expression vector pTEJ8 (Johansen
et al., 1990). CREB reporter (pFA2-CREB) and trans-
activator (pFR-Luc) plasmids were kindly provided by
Lundbeck, Denmark, and cis-reporter (pNFAT-Luc) was
purchased from Stratagene.
Materials
The human chemokines were purchased from Peprotech
Inc. or made in house by Thomas P. Boesen through E. coli
expression, purification, and refolding (CXCL8/IL8). Lip-
ofectAMINEk 2000 Reagent and OPTIMEM 1 (Cat. No
51985-026) were purchased from Life Technologies.
Fugene 6 Transfection Reagent was from Roche Diagnos-
tics, Switzerland. Lyophilized Substrate Solution-LucLite
was purchased from Packard. MEK1 inhibitor (PD
98059)—which inhibits P42/44 MAP kinase activation—
was purchased from Cell Signaling TECHNOLOGYk; p38
MAPK inhibitor (SB 202190) was from CALBIOCHEMR;
cyclosporin A, LY 294002, and staurosporin were from
Sigma-Aldrich Co.; Ptx was from Sigma Chemical Co.; and
U-73122 and LY 294002 were from Biosource, CA. All
chemicals were solubilized in DMSO except for Ptx, which
was solubilized in glycerol.
Tissue culture and transfection
COS-7 cells were grown at 10% CO2 and 37 jC in
Dulbecco’s modified Eagle’s medium with glutamax
(Gibco, Cat. No 21885-025) adjusted with 10% fetal bovine
serum, 180 u/ml penicillin and 45 Ag/ml streptomycin(PenStrep). HEK-293 cells were grown in DMEM adjusted
to contain 4500 mg/l Glucose (Cat. No 31966-021) with the
same amount FBS and PenStrep as the COS-7 medium at
10% CO2 and 37 jC. During luciferase-based assay, the cell
media was modified to include heat-inactivated FBS and no
PenStrep. Transfection for the luciferase-based assays was
performed by cationic lipid reagent method with Lip-
ofectAMINEk 2000 Reagent in the serum-free media
OPTIMEM.
Confocal microscopy
HEK293 cells were cultured on poly-D-lysine- and col-
lagen-treated glass cover slips in 6-well culture plates and
transiently transfected with 1 Ag receptor cDNA [receptor
fused to green fluorescent protein (GFP)] using Fugene 6
Transfection Reagent according to the manufacturer’s
instructions. Two days after transfection, the cells were
fixed with 3% paraformaldehyde in PBS for 10 min at
RT, and washed twice in PBS. The coverslips were trans-
ferred to slides using Vectashield mounting medium from
Vectorlab (Burlingame, CA), and the cells were analyzed
using a Zeiss ConfoCor2 LSM-FCS confocal microscope
(Carl Zeiss, Oberkochen, Germany) equipped with an Ar-
gon/2 laser (488 nm) using an apochromat 63/1.4 Oil DIC
immersion lens.
Constitutive NFAT cis-reporting and CREB trans-reporting
assay
Cells were seeded in culture plates 24 h before transfec-
tion at 35000 cells/well and were transfected with 50 ng/
well (cis)-reporter plasmid (pNFAT-Luc) and rated 0–50 ng/
well of receptor plasmid. For the trans-reporting system,
50 ng/well trans-activator plasmid (pFR-Luc) was added
together with 6 ng/well of the trans-reporter (pFA2-CREB)
and receptor plasmids. The CCR2, CCR5, and CXCR2
transfection included the promiscuous chimeric G protein
GaD6qi4myr, kindly provided by Evi Kostenis (7TM
Pharma, Denmark). Twenty-four hours after transfection,
the cells were washed twice in Dulbecco PBS and the
luminescence was measured in a microplate scintillation
and luminescence counter (Top-counter, Packard) after
10-min incubation in 100 Al Dulbecco PBS together with
100 Al Luc-Lite substrate.
Ligand modification assay
For the chemokine dose–response curves, the cells were
transfected with 10 ng/well receptor cDNA and the above-
mentioned concentrations of reporter and activator plasmids
and chemokines added at concentrations ranging from
1011 to 107 M. Alternatively, a constant chemokine
concentration (107M) was added to the gene-dosage
experiments with receptor cDNA (see above). In both
cases, the chemokines were immediately added following
K.A. McLean et al. / Virology 325 (2004) 241–251250transfection and 18 h post transfection, and luminescence
was measured 24 h post transfection as described above.
All determinations were done in triplicates and all assays
were repeated at least 3 times.
Pathway inhibition assays
The cells were transfected with 50 ng/well receptor
cDNA and the above-mentioned concentrations of reporter
plasmids. Toxins and kinase inhibitors were immediately
added after transfection and luminescence was measured
24 h posttransfection as described above. All determinations
were made in quadruples and all assays were repeated at
least 3 times (Graef et al., 2001a).
Calculations
The GraphPad Software PrismR was used for the anal-
ysis of the results. Receptor gene-dosage data are drawn at
either original counts or normalized with the maximum
expression of ORF74 representing 100%. The dose–re-
sponse curves were analyzed by the nonlinear regression
method and sigmoidal dose–response curve determining
IC50 values. Signaling modification data with addition of the
various inhibitors was normalized with the respective
DMSO and glycerol control.Acknowledgments
This study was supported by grants from the Danish
Cancer Society (PJH), the P. Carl Petersen Foundation
(KAM), and the Novo Nordisk Foundation. The authors
wish to thank Trine L. Devantier, Rikke Larsen, and Inger S.
Simonsen for excellent technical assistance and Siv A. Hjort
and Thomas N. Kledal for critical reading of the manuscript.References
Arvanitakis, L., Geras-Raaka, E., Varma, A., Gershengorn, M.C., Cesar-
man, E., 1997. Human herpesvirus KSHV encodes a constitutively
active G-protein-coupled receptor linked to cell proliferation. Nature
385, 347–350.
Bais, C., Santomasso, B., Coso, O., Arvanitakis, L., Raaka, E.G., Gutkind,
A.S., Asch, A.S., Cesarman, E., Gerhengorn, M.C., Mesri, E.A., 1998.
G-protein-coupled receptor of Kaposi’s sarcoma-associated herpesvirus
is a viral oncogene and angiogenesis activator. Nature 391, 86–89.
Bankier, A.T., Beck, S., Bohni, R., Brown, C.M., Cerny, R., Chee, M.S.,
Hutchison III, C.A., Kouzarides, T., Martignetti, J.A., Preddie, E.,
1991. The DNA sequence of the human cytomegalovirus genome.
DNA Seq. 2, 1–12.
Billstrom, M.A., Johnson, G.L., Avdi, N.J., Scott Worthen, G., 1998. In-
tracellular signalling by the chemokine receptor US28 during human
cytomegalovirus infection. J. Virol. 72, 5535–5544.
Breuer-McHam, J.N., Ledbetter, L.S., Sarris, A.H., Duvic, M., 2000. Cy-
tokine expression patterns distinguish HIV associated skin diseases.
Exp. Dermatol. 9, 341–350.
Britt, W.J., Alford, C.A., 1996. Cytomegalovirus. In: Fields, B.N., Knipe,P.M., Howley, P.M. (Eds.), Fields Virology. Lippincott-Raven, New
York, pp. 2493–2525.
Cannon, M.L., Cesarman, E., 2004. The KSHV G protein-coupled receptor
signals via multiple pathways to induce transcription factor activation in
primary effusion lymphoma cells. Oncogene 23, 514–523.
Cannon, M., Philpott, N.J., Cesarman, E., 2003. The Kaposi’s sarcoma-
associated herpesvirus G protein-coupled receptor has broad signaling
effects in primary effusion lymphoma cells. J. Virol. 77, 57–67.
Casarosa, P., Bakker, R.A., Verzijl, D., Navis, M., Timmerman, H., Leurs,
M.J., Smit, M.J., 2001. Constitutive signaling of the human cytomeg-
alovirus-encoded chemokine receptor US28. J. Biol. Chem. 276,
1133–1137.
Cesarman, E., Mesri, E.A., Gershengorn, M.C., 2000. Viral G protein-
coupled receptor and Kaposi’s sarcoma: a model of paracrine neoplasia?
J. Exp. Med. 191, 417–422.
Chiou, C.J., Poole, L.J., Kim, P.S., Ciufo, D.M., Cannon, J.S., ap Rhys,
D.J., Alcendor, D.J., Zong, J.C., Ambinder, R.F., Hayward, G.S., 2002.
Patterns of gene expression and a transactivation function exhibited by
the vGCR (ORF74) chemokine receptor protein of Kaposi’s sarcoma-
associated herpesvirus. J. Virol. 76, 3421–3439.
Couty, J.P., Geras-Raaka, E., Weksler, B.B., Gershengorn, M.C., 2001.
Kaposi’s sarcoma-associated herpesvirus G protein-coupled receptor
signals through multiple pathways in endothelial cells. J. Biol. Chem.
276, 33805–33811.
Engelhardt, E., Toksoy, A., Goebeler, M., Debus, S., Brocker, E.B., Gillit-
zer, R., 1998. Chemokines IL-8, GROalpha, MCP-1, IP-10, and Mig are
sequentially and differentially expressed during phase-specific infiltra-
tion of leukocyte subsets in human wound healing. Am. J. Pathol. 153,
1849–1860.
Fraile-Ramos, A., Kledal, T.N., Pelchen-Matthews, A., Bowers, K.,
Schwartz, T.W., Marsh, M., 2001. The human cytomegalovirus US28
protein is located in endocytic vesicles and undergoes constitutive en-
docytosis and recycling. Mol. Biol. Cell 12, 1737–1749.
Geras-Raaka, E., Arvanitakis, L., Bais, C., Cesarman, E., Mesri, E.A.,
Gershengorn, M.C., 1998a. Inhibition of constitutive signaling of Kapo-
si’s sarcoma-associated herpesvirus G protein-coupled receptor by pro-
tein kinases in mammalian cells in culture. J. Exp. Med. 187, 801–806.
Geras-Raaka, E., Varma, A., Ho, H., Clark-Lewis, I., Gershengorn, M.C.,
1998b. Human interferon-g-inducible protein 10 (IP-10) inhibits cons-
titutive signaling of Kaposi’s sarcoma-associated herpesvirus G protein-
coupled receptor. J. Exp. Med. 188, 405–408.
Goudsmit, J., Renwick, N., Dukers, N.H., Coutinho, R.A., Heisterkamp, S.,
Bakker, M., Schulz, T.F., Cornelissen, M., Weverling, G.J., 2000. Hu-
man herpesvirus 8 infections in the Amsterdam Cohort Studies (1984–
1997): analysis of seroconversions to ORF65 and ORF73. Proc. Natl.
Acad. Sci. U.S.A. 97, 4838–4843.
Graef, I.A., Chen, F., Chen, L., Kuo, A., Crabtree, G.R., 2001a. Signals
transduced by Ca(2+)/calcineurin and NFATc3/c4 pattern the develop-
ing vasculature. Cell 105, 863–875.
Graef, I.A., Chen, F., Crabtree, G.R., 2001b. NFAT signaling in vertebrate
development. Curr. Opin. Genet. Dev. 11, 505–512.
Greaves, D.R., Hakkinen, T., Lucas, A.D., Liddiard, K., Jones, E., Quinn,
C.M., Senaratne, J., Green, F.R., Tyson, K., Boyle, J., Shanahan, C.,
Weissberg, P.L., Gordon, S., Yla-Hertualla, S., 2001. Linked chromo-
some 16q13 chemokines, macrophage-derived chemokine, fractalkine,
and thymus- and activation-regulated chemokine, are expressed in
human atherosclerotic lesions. Arterioscler. Thromb. Vasc. Biol. 21,
923–929.
Gwack, Y., Byun, H., Hwang, S., Lim, C., Choe, J., 2001. CREB-binding
protein and histone deacetylase regulate the transcriptional activity of
Kaposi’s sarcoma-associated herpesvirus open reading frame 50. J. Virol.
5, 1909–1917.
Haskell, C.A., Cleary, M.D., Charo, I.F., 2000. Unique role of the chemo-
kine domain of fractalkine in cell capture: kinetics of receptor dissoci-
ation correlate with cell adhesion. J. Biol. Chem. 44, 34183–34189.
Johansen, T.E., Schøller, M.S., Tolstoy, S., Schwartz, T.W., 1990. Bio-
synthesis of peptide precursors and protease inhibitors using new
K.A. McLean et al. / Virology 325 (2004) 241–251 251constitutive and inducible eukaryotic expression vectors. FEBS Lett.
267, 289–294.
Karlin, S., Mocarski, E.S., Schachtel, G.A., 1994. Molecular evolution of
herpesviruses: genomic and protein sequence comparisons. J. Virol. 68,
1886–1902.
Katz, A., Wu, D., Simon, M.I., 1992. Subunits beta gamma of heterotri-
meric G protein activate beta 2 isoform of phospholipase C. Nature 360,
686–689.
Kuhn, D.E., Beall, C.J., Kolattukudy, P.E., 1995. The cytomegalovirus
US28 protein binds multiple CC chemokines with high affinity. Bio-
chem. Biophys. Res. Commun. 211, 325–330.
Macian, F., Lopez-Rodriguez, C., Rao, A., 2001. Partners in transcription:
NFAT and AP-1. Oncogene 20, 2476–2489.
Martin, W.J., 2000. Chemokine receptor-related genetic sequences in an
African green monkey simian cytomegalovirus-derived stealth virus.
Exp. Mol. Pathol. 69, 10–16.
Minisini, R., Tulone, C., Luske, A., Michel, D., Mertens, T., Gierschik, P.,
Moepps, B., 2003. Constitutive inositol phosphate formation in cyto-
megalovirus-infected human fibroblasts is due to expression of the
chemokine receptor homologue pUS28. J. Virol. 77, 4489–4501.
Montaner, S., Sodhi, A., Pece, S., Mesri, E.A., Gutkind, J.S., 2001. The
Kaposi’s sarcoma-associated herpesvirus G protein-coupled receptor
promotes endothelial cell survival through the activation of Akt/protein
kinase B. Cancer Res. 61, 2641–2648.
Montaner, S., Sodhi, A., Molinolo, A., Bugge, T.H., Sawai, E.T., He, Y., Li,
Y., Ray, P.E., Gutkind, J.S., 2003. Endothelial infection with KSHV
genes in vivo reveals that vGPCR initiates Kaposi’s sarcomagenesis and
can promote the tumorigenic potential of viral latent genes. Cancer Cell
3, 23–36.
Moore, P.S., Kingsley, L.A., Holmberg, S.D., Spira, T., Gupta, P., Hoover,
D.R., Parry, J.P., Conley, L.J., Jaffe, H.W., Chang, Y., 1996. Kaposi’s
sarcoma-associated herpesvirus infection prior to onset of Kaposi’s sar-
coma. AIDS 10, 175–180.
Murphy, P.M., 2001. Viral exploitation and subversion of the immune
system through chemokine mimicry. Nat. Immunol. 2, 116–122.
Murphy, P.M., Baggiolini, M., Charo, I.F., Hebert, C.A., Horuk, R., Mat-
sushima, K., Miller, L.H., Oppenheim, J.J., Power, C.A., 2000. Inter-
national union of pharmacology. XXII Nomenclature for chemokine
receptors. Pharmacol. Rev. 52, 145–176.
Neote, K., DiGregorio, D., Mak, J.Y., Horuk, R., Schall, T.J., 1993. Mo-
lecular cloning, functional expression, and signalling characteristics of a
C–C chemokine receptor. Cell 72, 415–425.
Panyutich, E.A., Said, J.W., Miles, S.A., 1998. Infection of primary dermal
microvascular endothelial cells by Kaposi’s sarcoma-associated herpes-
virus. AIDS 12, 467–472.
Pugazhenthi, S., Nesterova, A., Sable, C., Heidenreich, K.A., Boxer, L.M.,
Heasley, L.E., Reusch, J.E., 2000. Akt/protein kinase B up-regulates
Bcl-2 expression through cAMP-response element-binding protein. J.
Biol. Chem. 275, 10761–10766.
Rao, A., Luo, C., Hogan, P.G., 1997. Transcription factors of the NFAT
family: regulation and function. Annu. Rev. Immunol. 15, 707–747.
Reinhardt, B., Minisini, R., Mertens, T., 2002. Opinion article: cytomega-
lovirus is a risk factor in atherogenesis. Herpes 9, 21–23.
Rosenkilde, M.M., Schwartz, T.W., 2000. Potency of ligands correlateswith affinity measured against agonist and inverse agonists but not
against neutral ligand in constitutively active chemokine receptor.
Mol. Pharmacol. 57, 602–609.
Rosenkilde, M.M., Kledal, T.N., Bra¨uner-Osborne, H., Schwartz, T.W.,
1999. Agonist and inverse agonist for the Herpesvirus 8-encoded con-
stitutively active seven-transmembrane oncogene product, ORF-74. J.
Biol. Chem. 274, 956–961.
Rosenkilde, M.M., Waldhoer, M., Luttichau, H.R., Schwartz, T.W., 2001.
Virally encoded 7TM receptors. Oncogene 20, 1582–1593.
Sahagun-Ruiz, A., Sierra-Honigmann, A.M., Krause, P., Murphy, P.M.,
2004. Simian cytomegalovirus encodes five rapidly evolving chemo-
kine receptor homologues. Virus Genes 28, 71–83.
Schwarz, M., Murphy, P.M., 2001. Kaposi’s sarcoma-associated herpesvi-
rus g protein-coupled receptor constitutively activates nf-kappab and
induces proinflammatory cytokine and chemokine production via a c-
terminal signaling determinant. J. Immunol. 167, 505–513.
Seino, Y., Ikeda, U., Takahashi, M., Hojo, Y., Irokawa, M., Kasahara, T.,
Shimada, K., 1995. Expression of monocyte chemoattractant protein-1
in vascular tissue. Cytokine 7, 575–579.
Shaywitz, A.J., Greenberg, M.E., 1999. CREB: a stimulus-induced tran-
scription factor activated by a diverse array of extracellular signals.
Annu. Rev. Biochem. 68, 821–861.
Shepard, L.W., Yang, M., Xie, P., Browning, D.D., Voyno-Yasenetskaya, T.,
Kozasa, T., Ye, R.D., 2001. Constitutive activation of NF-kappa B and
secretion of interleukin-8 induced by the G protein-coupled receptor of
Kaposi’s sarcoma-associated herpesvirus involve G alpha(13) and
RhoA. J. Biol. Chem. 276, 45979–45987.
Sodhi, A., Montaner, S., Patel, V., Zohar, M., Bais, C., Mesri, E.A., Gut-
kind, J.S., 2000. The Kaposi’s sarcoma-associated herpes virus G pro-
tein-coupled receptor up-regulates vascular endothelial growth factor
expression and secretion through mitogen-activated protein kinase and
p38 pathways acting on hypoxia-inducible factor 1alpha. Cancer Res.
60, 4873–4880.
Streblow, D.N., Soderberg-Naucler, C., Vieira, J., Smith, P., Wakabaya-
shi, E., Ruchti, F., Mattison, K., Altschuler, Y., Nelson, J.A., 1999.
The human cytomegalovirus chemokine receptor US28 mediates vas-
cular smooth muscle cell migration. Cell 99, 511–520.
Waldhoer, M., Kledal, T.N., Farrell, H., Schwartz, T.W., 2002. Murine
cytomegalovirus (CMV) M33 and human CMV US28 receptors exhibit
similar constitutive signaling activities. J. Virol. 76, 8161–8168.
Waldhoer, M., Casarosa, P., Rosenkilde, M.M., Smit, M.J., Leurs, R.,
Whistler, J.L., Schwartz, T.W., 2003. The carboxyl terminus of human
cytomegalovirus-encoded 7 transmembrane receptor US28 camouflages
agonism by mediating constitutive endocytosis. J. Biol. Chem. 278,
19473–19482.
Yang, T.Y., Chen, S.C., Leach, M.W., Manfra, D., Homey, B., Wiekowski,
M., Sullivan, L., Jenh, C.H., Narula, S.K., Chensue, S.W., Lira, S.A.,
2000. Transgenic expression of the chemokine receptor encoded by
human herpesvirus 8 induces an angioproliferative disease resembling
Kaposi’s sarcoma. J. Exp. Med. 191, 445–454.
Zoeteweij, J.P., Moses, A.V., Rinderknecht, A.S., Davis, D.A., Over-
wijk, W.W., Yarchoan, R., Orenstein, J.M., Blauvelt, A., 2001. Targeted
inhibition of calcineurin signaling blocks calcium-dependent reactiva-
tion of Kaposi sarcoma-associated herpesvirus. Blood 97, 2374–2380.
